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ﬁ/ In order to identify host factors involved in Plant /PPV interactions, Arabidopsis thaliana accessions were
challenged with five Plum pox virus isolates. A high level of variability was observed both in the behaviour
of PPV isolates and in that of the various accessio ns tested, suggesting a high level of diversity of

interactions within this naive Arabidopsis/potyviru s pathosystem. Several still-unknown factors contro lling
recessive resistance mechanisms have been identifie  d, their genetic characterization is being undertak en
as follows.
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Results and Perspectives Several new mechanisms of resistance to PPV, distinc t from the translation
initiation factors, were identified in ~ Arabidopsis thaliana. The positional cloning of several of them is ongoing.
Once identified, they will be transferred to stone frui t trees (see communication Tricon et al.)
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